Open-Source, 3D Super-Resolution with Easy-DHPSF

Moerner Lab

1. Calibrate the DH-PSF MATLAB GUI 4. Reconstruct the 3D
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2. Set Identification Thresholds
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3. Template Match and Fit Images of the DH-PSF

Peaks correspond to likely template matches Frame 853 raw data - darkAvg counts Image reconstructed from fitted matches
6 matches found ROI [xmin ymin width height] = [1 1128 128] 6 successful fits
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